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Digest with Xbal and Sac! 
Isolate « 2400bp fragment 



Digest with Sad and BamHI 
Isolate « 21 O Obp fragment 



Digest with Xbal and BamHI 
Isolate 1 800 b p fragment 



Ligate to Sad and Xbal digested pBluescript SK+ 
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Digest with Sad and Xbal 
Isolate » 3900bp fragment 



Ligate to Xbal digested pBluescript SK-i- 
Isolate and characterize full length para cDNA clones 
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Digest with BamHI. 
Ugate to redrcularize. 
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Digest with BamHI and Xba I and ligate 
with the 250 bp Xbal/BamHI fragement 
from para24 PGR fragment. 





Digest with Xbal and btunt end with Klenow. 
Digest with Sad and isolate & 4000 bp fragment. 
Ugate to pBtuescript that has been digested with Hlndlli, 
blunt ended with Klenow and digested with Sacl. 
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Digest with Hindlll and blunt end with Klenow. 
Digest with Stul and isolate » 6400 bp fragment. 
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Digest with BamHI and Hindlll. 
Isolate 6100bp vectorAnseri fragment. 
Ligate to 900 bp BamHI/Hindlll fragment 
from new PCR clone. 
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